Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.003 Å; R factor = 0.042; wR factor = 0.120; data-to-parameter ratio = 12.7.
Related literature
For the biological properties of pyrimidine compounds see: Marchal et al. (2010) ; Giandinoto et al. (1996) ; Sun et al. (2006) . For related structures, see: Glidewell et al. (2003) ; Nakayama et al. (2004) ; Quesada et al. (2004) ; Hockova et al. (2003) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2002 ); cell refinement: SMART; data reduction: SAINT (Bruker, 2002 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. 
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Comment
Pyrimidine and its derivatives are important targets for drug discovery having attracted much attention for their biological activities and molecular structures (Sun et al., (2006) ). Research findings indicate that the pyrimidine derivatives are associated with diverse pharmacological activities, such as antifungal, antibacterial, pesticidal, analgesic, and antitumor (Giandinoto et al.; (1996) ; Nakayama et al., (2004) ; Hockova et al., (2003) ). The present X-ray crystal structure analysis was undertaken in order to study the stereochemistry and crystal packing of the title compound (I). (Table 1 ). The chains formed by the the N-H···O hydrogen bonds can be seen in Fig. 2. The crystal structure is also aggregated into a three-dimensional framework via further N-H···O interactions (Fig.3) .
Experimental
A mixture of guanidine hydrochloride (2.04 g, 4 mmol) and diethyl acetylaminomalonate (5.0 g, 2 mmol) were reacted in 36 ml sodium ethylate at 358 K for 5 h. Then the product was disolved in water with proper pH adjustment (3-4) by HCl. After filtering and drying, the crystalline product of the title compound was collected by recrystallization at room temperature in 10% HCl(10 ml).
Refinement
All the H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with O-H distances of 0.85 Å, N--H distances of 0.86 Å, C-H distances of 0.93-0.97 Å and U iso (H) = 1.2-1.5U eq of the parent atom. Figures   Fig. 1 . The molecular structure of the title compound, showing 30% displacement ellipsoids for the non-hydrogen atoms. Hydrogen atoms are drawn as spheres of arbitrary radius. Symmetry codes: (i) −x+1, y−1/2, −z+3/2; (ii) −x+1, y+1/2, −z+3/2; (iii) x, −y+1/2, z−1/2; (iv) −x, −y+1, −z+1.
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